Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.051; wR factor = 0.167; data-to-parameter ratio = 17.2.
Two independent molecules comprise the asymmetric unit in the title compound, C 11 H 11 N 3 . These differ in terms of the relative orientations of the aromatic rings: the first is somewhat twisted, while the second is approximately planar [dihedral angles between the pyrimidine and phenyl rings = 39.00 (8) and 4.59 (11) ]. The molecules also form distinct patterns in their hydrogen bonding. The first independent molecule forms centrosymmetric dimers featuring an eightmembered {HNCN} 2 synthon. The second independent molecule forms an N-HÁ Á ÁN hydrogen bond with the other pyrimidine N atom of the first molecule. Thereby, tetrameric aggregates are formed. These associate via C-HÁ Á ÁN and C-HÁ Á Á interactions, consolidating the crystal packing.
Related literature
For background to the fluorescence properties of compounds related to the title compound, see: Kawai et al. (2001) ; Abdullah (2005) . For the structures of related pyrimidine amine derivatives, see: Badaruddin et al. (2009); Fairuz et al. (2010) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the N4,N5,C12-C15 and C5-C10 rings, respectively. Two independent molecules of comprise the asymmetric unit of (I), Figs 1 and 2. Whereas the pyrimidine and amine residues are super-imposable in the two molecules, there is a large difference in the relative orientations of the tolyl groups, Over and above the conformational differences between the independent molecules, they form quite distinct patterns in their intermolecular contacts. Thus, centrosymmetrically related molecules of the first independent species associate via an eight-membered {···HNCN} 2 synthon, Table 1 
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.93 to 0.96 Å) and were included in the refinement in the riding model approximation, with U iso (H) set to 1.2 to 1.5U equiv (C). The N-bound H-atoms were located in a difference Fourier map and were were refined with a distance restraint of N-H = 0.86±0.01 Å, and with U iso (H) = 1.2U eq (N).
supplementary materials sup-2 Figures   Fig. 1 . The molecular structure of the first independent molecule in (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level. Fig. 2 . The molecular structure of the second independent molecule in (I) showing the atomlabelling scheme and displacement ellipsoids at the 50% probability level. 
N-(3-Methylphenyl)pyrimidin-2-amine
Crystal data Primary atom site location: structure-invariant direct methods Extinction coefficient: 0.016 (4)
Special details
Geometry. 
Hydrogen-bond geometry (Å, °)
Cg1 and Cg2 are the centroids of the N4,N5,C12-C15 and C5-C10 rings, respectively. 
